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Summary of results

Diversity of the microbiome (Shannon-Index)

Your Result:

Your Shannon index with 1.9 indicates a slightly reduced diversity of the microbiome and likely

contributes only marginally to a healthy vagina.

Balance of the microbiome (Dysbiosis-Index)

Your Result:

Your dysbiosis index with 7.3 indicates a minor disruption in the balance of your microbiome.

Endometriosis

Your Result:

Your vaginal microbiome suggests a minor indication of an endometriosis condition.

Fertility

Your Result:

Your vaginal microbiome does not indicate infertility.

HPV Infection

Your Result:

Your vaginal microbiome likely does not indicate an HPV infection.

Fungal Infection

Your Result:

No fungi were found in your lady microbiome.
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Notes

Miscellaneous

Results report prepared by:

Procomcure Biotech GmbH

Breitwies 1

5303 Thalgau

Austria

Measuring method:

NGS

Next-Generation-Sequencing (16S rRNA Gene)

Primary sample or submitted material:

Vaginal sample

Disclaimer:

The analysis is based on the sequencing of the 16S rRNA gene, which allows for the classification of
bacterial strains in the microbiome. The results of the microbiome test and its interpretation may be
incomplete. The number of detected microorganisms is not exhaustive, and there may be other
microorganisms present that were not captured by the sequencing. The current interpretation of
the microbiome test is based on data from adult reference individuals and may change in the fu-
ture due to the publication of new scientific studies. Inaccurate or missing information can lead to
misleading interpretation. This report is provided solely for informational and educational purposes
and does not replace a visit to a doctor or the advice or services of a physician.
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